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Education 

October 2014 – January 2019: PhD in Environmental Science – Monash University Malaysia 

August 2009 – June 2011: MSc. in Marine Biology – University of Bergen, Norway 

May 2003 – April 2006: BSc. in Marine Science (Distinction) – Universiti Kebangsaan Malaysia 

 

Research Experiences 

1 Oct 2024 – Present Postdoc researcher in the Centre for Microbiology and Environmental 

Systems Science, University of Vienna, Austria 

Terrestrial Ecosystem Research (TER) - Univ.-Prof. Dr. Andreas Richter 

Project: Impacts of warming on methane cycling in tropical and              

              subarctic peatlands 

1 Jan 2024 – Present APEC-Australia Women in Research Fellowship, adjunct researcher 

University of the Sunshine Coast, Queensland, Australia  

Laboratory of Environmental Science - Prof. Catherine Yule  

Project: Microbial community dynamics in Australian peatlands 

Oct 2020 – Sep 2023 Postdoc in Ghent University, Belgium 

Laboratory of Environmental and Plant Microbiology - Prof. Anne Willems 

Project: A study on the ecological roles of the genus Deinococcus from  

              Antarctica using whole-genome sequencing approach 

Mar 2019 – Jan 2020 Research Assistant in Monash University Malaysia 

Laboratory of Environmental Science - Dr. Holly Barclay 

Project: Mapping green space in Subang Jaya using ArcGIS Pro 

May 2017 – Mar 2018 Research attachment in University of Würzburg, Germany 

Molecular Biodiversity Group – Prof. Dr. Alexander Keller 

Tasks: Learning next-generation sequencing, bioinformatics on Linux  

            platform and data analysis using R packages 

Oct 2014 – Jan 2019  

 

PhD student in Monash University Malaysia 

Laboratory of Environmental Science - Prof. Catherine Yule 

Microbial community dynamics in a Malaysian tropical peat swamp forest  

Mar – Sep 2014 Research Assistant in Universiti Sains Malaysia (USM) 

Molecular Aquatic Lab - Prof. M. Nor Siti-Azizah 

Projects: Seafood forensics, eel & fish diversity in Malaysia 



Jun 2011 – Jan 2014 Research Assistant  

Laboratory for Fresh Water Ecology and Inland Fisheries (LFI),  

Uni Research AS, Bergen, Norway 

Tasks: Isoelectric focusing to delimit salmon and trout eggs, video and  

            microtag assessment for salmon migration  

Sep 2011 – Feb 2012 Research Engineer in University Museum of Bergen, Norway 

Laboratory of Prof. Manuel Malaquias 

Project: Study on the diversity of Cephalaspidea in Atlantic Ocean  

Aug 2009 – Jun 2011 Master’s student in Marine Biology 

Laboratory of Prof. Manuel Malaquias, University of Bergen 

Thesis: Diversity and systematics of Haminoeidae (Gastropoda:  

             Cephalaspidea) in the Indo-West Pacific Ocean: the genera  

             Aliculastrum, Atys, Diniatys and Liloa  

 

Grants/ Fellowships 

2023 APEC-Australia Women in Research Fellowship:1 Jan – 31 Mar 2024 

Travel grant for Twinning for European Excellence in Island Biodiversity Genomics (iBioGen) workshop  

           on metagenetic data analysis, Cyprus, Oct 2019: € 1,500 

Monash Strategic Large Grant (July 2016 – Nov 2018): RM200,000 (€ 43,200) 

Monash Higher Degree Research Fellowship: Apr – Nov 2018 

Monash Graduate Research Merit Scholarship: Oct 2014 – Mar 2018  

 

Skills 

- Genomic analysis tools e.g. SPAdes, Flye, Unicycler, Prokka, eggNOG, FastANI, CheckM, bcgTree,  

  Anvi’o, OrthoFinder 

- R packages for microbiome data analyses (DADA2, phyloseq, vegan, MetQy), statistical modelling  

   (vegan, lme4, ade4, FactoMineR) and data visualization (ggplot2) 

- Library preparation and sequencing on Illumina and Oxford Nanopore Technologies platforms 

- Bacterial cultivation and phenotypic tests  

 

Educational activity experiences 

Oct 2020 – Sep 2023 (i) Panel for Year 1 MSc. students’ projects 

(ii) Guiding person for 6 Bachelor’s and 9 Master’s students 

(iii) Assisting Bachelor’s and Master’s practical courses (Microbial  

       Genomics, Biochemistry and Microbiology, Basic Analysis of  

       Microbial and Eukaryotic Cells) 

Feb 2015 – Nov 2018 Tutor for Environmental Science in Monash University Malaysia 
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